BIOTECHNOLOGY 



RAW SEQUENCE LISTING 
ERROR REPORT 




Tlic Biotcclinology Systems Branch of (he Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 




' THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308-1221 
Effccdve 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE EKROKED SEQUENCE LISTINGS, PLEASE USE THE CHECKE R 
VERSION 4,1 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http:/Avwwaispto.govAveb/offices/pnc/checker/chkr41no(c.htm 



Applicants subjjiiuiiig gcnclic scqiiciKC infoniwlion clcctronicnlly on diskctlc or CD-Roni should be ;i\v.irc th;u liicrc is 
a possibilily lluil the disk/CD-Rom luiiy have been affected by ircaimcnt ^cn t o all incoming mail. 
Please consider using alicmatc mcU\ods of submission for tiR^rfisk/CD-Roin or replacement disk/CD-Rom * ' 
Any reply including a sequence listing in clcclronic form"!>haDld NOtTc sent to the 20231 zip code address for the 
United States Patent and Trademark Office, and instead should be sent via the following to the indicaicd addresses: 

1. EFS-Bio (<li(tp:/Avww.nspto.gQv/cbc/efs/download5/documcnts.litm> , EFS Submission 

User Mnnnal -cPAVE) 

2. U.S. Postal Service: Conimissioncr for Patents. P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to (EFFECTIVE 12/01/03): 

U.S. Patent ajid Trademark Office, Box Sequence, Customer Window, Lobby, Room I B03, Cr>'stal Pla/;i Two, 
201 1 South Clark Place, Arlington. VA 22202 

4. Federal Express, United Parcel Service, otodicr delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Roonv4B03-Mailroom, Cry^BU\\ Plaza Two, 201 1 South Clark Pnicc, Arhnglon, VA 22202 

Revised IO/OS/03 
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RAW SEQUENCE LISTING DATE: 03/23/2004 

PATENT APPLICATION: US/09/777 , 317A TIME: 09:20:50 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF4\03232004\l777317A.raw 

APPLICANT: Bujard, Hermann 
Gossan, Manfred 
Salfeld, Jochen 
Voss, Jeffrey 

TITLE OF INVENTION: Tetracycline-Regulated Transcriptional 
Activator Fusion Proteins 
FILE REFERENCE: BBI-013C3CN3 
CURRENT APPLICATION NUMBER: 09/777317A 
CURRENT FILING DATE: 2001-02-05 
PRIOR APPLICATION NUMBER: 09/163276 
PRIOR FILING DATE: 1998-09-29 
PRIOR APPLICATION NUMBER: 08/479306 
PRIOR FILING DATE: 1995-06-07 



PRIOR APPLICATION NUMBER: 08/260452 ^Oth^i No'n^ 

PRIOR FILING DATE: 1997-07-22 -\ ^^^^^^ ^^^C 

NUNBER OF SEQ ID l^OS: (is) [P '^J '"^^^^^Afe 

SOFTWARE: FastSEQ for Windows Version 4.0 ^ ^'^^Q^ 



ERRORED SEQUENCES 

660 <210> SEQ ID NO: 16 i j ^ 

661 <211> LENGTH :(^'9^ Ci S>hObJV\ V^dUuT 




662 <212> TYPE: DN7 

663 <213> ORGANISM: Artificial Sequence 

665 <220> FEATURE: 

666 <223> OTHER INFORMATION: linker nucleotides 
668 <400> SEQUENCE: 16 

E — > 669 ctcgag 



6- 




<210> 17 



<211> 19 - — — 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> linker nucleotides 
<400> 17 

tctctatcac tgataggga 




<210> 15 
<211> 12 
<212> DNA 

<213> Artificial Sequence , 

<220>: - \ ' 

<22 3> < r22» Linker nucleotides 

<400> 15 
aggcctatat aa 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/777 , 317A 



DATE: 03/23/2004 
TIME: 09:20:51 



Input Set : A:\Seqlist.txt 

Output Set: N:\CRF4\03232004\l777317A.raw 

L:44 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ.ID#:1 

L:47 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:1 

L:50 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:1 

L:53 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:1 

L:202 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 

L:205 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 

L:208 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 

L:211 M:258. W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 

L:669 M:252 E: No. of Seq. differs, <2I1> LENGTH : Input : 19 Found: 6 SEQ: 16 

L:28 M:203 E: No. of Seq. differs, <160> Number Of Sequences : Input (16) Counted (17) 



